Supplementary Materials
. SDS-PAGE analysis of the 2× purified HHPV4 particles with (A) Coomassie Brilliant Blue or (B) Sudan Black B staining. The peak fractions (nos. 4-6) of 20-60% sucrose gradient are shown (see Figure 3A) . The major structural proteins, VP9 and VP11 are marked. Lipids are indicated with an arrow. Positions of the molecular mass standards are shown in kDa. ORFs/genes are numbered (gene numbers are in italics) and virion proteins (VPs) are marked for HHPV4. Similar ORFs/genes are in the same colour, and amino acid identities (%) of (putative) proteins are shown in between the sequences. a. purification of ~600 ml agar stock using HHPV4 buffer and a Sorvall AH629 rotor. b. GC content.
c. Number of amino acid residues and calculated molecular weight.
d. Calculated isoelectric point.
e. Predicted transmembrane helix(-ces)/conserved domain(s)/signal peptide(s)/coiled-coil region(s).
f. Amino acid identity.
g. Amino acid similarity.
h. HHPV4 ORFs/genes that are 100% identical to the corresponding ORFs/genes of HHPV3 are highlighted with red. 
